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List of resources

Our panel of experts referred to a number of
publications and online tools that may be able to
help you get a handle on sample preparation for
next-generation sequencing. Whether you're a
novice or pro at this new technology, these
resources are sure to come in handy.
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Conferences

Next Generation Sequencing: Platforms,
Applications, and Case Studies (CHI conference)
http://www.healthtech.com/2008/seq/index.asp

Next Generation Sequencing Symposium
http://www.nminbre.org/pages/events/nmbis/2008/

Next-Generation Sequencing Data Management

http://blog.bioteam.net/2008/01/15/workshop-
next-generation-sequencing-data-management/
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Evolving?

Don’t change jobs without us.

E-mail your updated address information to
evolving@genomeweb.com.
Please include the subscriber number
appearing directly above your
name on the address card.
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Turn sequencing on its head.

It's here. Now you can perform a range of genomic experiments

that you only dreamed of before. The lllumina Genome Analyzer
changes the way you approach every kind of genomic experiment.
The discoveries are happening, the wait is over, and our customers

are publishing their results.

Change the way you think about sequencing.

Join the growing lllumina Community.

Do more with sequencing today:

illumina-

www.morethansequencing.com



http://www.morethansequencing.com

